
137 
 

DOI: 10.46991/JISEES.2025.SI1.137 

Antimicrobial Resistance of Native Bacteria and The Spread of It out of Clinics 

Bella G. Babayan1*, Marina A. Melkumyan2, Marina H. Kinosyan2, Tamra S. Davidyan2,  
Alexander H. Yesayan1, Garegin G. Sevoyan1, Tigran A. Yesayan1 

1 Research Institute of Biology, Yerevan State University, Yerevan, Armenia 
2 Scientific and Production center (SPC) “Armbiotechnology”, National Academy of Sciences of 

Republic of Armenia, Yerevan, Armenia 

ABSTRACT 

Antimicrobial resistance of bacteria is one of the most dangerous problems of XXI century. It is caused 
by both high level of adaptivity of them to various factors of environment. This problem is extremely 
important for clinical strains of polyresistant, multi-drug or even pan-drug resistant pathogens. Anyhow, 
some native bacteria of soil, water and caves demonstrate a resistance to antibiotics of different classes 
and generations. Due to intraspecies gene horizontal transfer and quorum-sensing phenomenon, some 
genes of resistance can be spread in microbiome of a particular ecosystem, with the dramatic ecological 
and healthcare consequences. This research is devoted to the study of antimicrobial resistance genes and 
their spread mechanisms among the native soil strains of polyresistant Pseudomonas, Xanthomonas and 
Stenotrophomonas genera representatives and other Gram-negative phytopathogens and human 
opportunistic pathogens. 

Keywords: Xanthomonas, Pseudomonas, Stenotrophomonas, antimicrobial resistance, gene horizontal 
transfer, native soil strains 

References: 

1. Karakonstantis, S.; Kritsotakis, E.I.; Gikas, A. Pandrug-resistant Gram-negative bacteria: a systematic review of current 

epidemiology, prognosis and treatment options. J. Antimicrob. Chemother. 2020, 75, 271–282. DOI:10.1093/jac/dkz401 

2. Hu, M.; Chua, S.L. Antibiotic-Resistant Pseudomonas aeruginosa: Current Challenges and Emerging Alternative 

Therapies. Microorganism 2025, 13, 913. DOI:10.3390/microorganisms13040913 

*Corresponding Author: 

Bella G. Babayan, Scientific Group of Ecological Monitoring, Research Institute of Biology, Yerevan 
State University, 1 Alex Manoogian str., Yerevan, 0025, Armenia. 
Email: bella.babayan@ysu.am  

mailto:bella.babayan@ysu.am



